
Samples
G

en
es

EEF2

HSPA5

HNRNPA1

COL5A2

LAMB1

CALU

RTN4

CD74

FTH1

CTSD

VAT1

GRN

HLA−E

CTNNB1

FUS

ILF3

HNRNPC

KHSRP

HNRNPH1

H1F0

C1R

C1S

YWHAB

SURF4

ARF4

ACTR2

MAP4K4

FBN1

HLA−DRA

SAT1

LAMP2

PICALM

TPP1

MYL12B

ACLY

HEXB

ATP6AP1

C6orf62

TAPBP

RAB1A

MOB1A

PPP1R18

VDAC1

ERGIC1

SEPT11

RIC8A

TMEM127

NAV1

ITGB5

LBH

LGMN

NPC2

MMP2

DCN

CIRBP

BRD2

SHC1

KHDRBS1

UBTF

RBMX

DCHS1

USP11

CCT8

CBX5

PKD1

IMPDH2

LZTS2

WDR6

SMARCC1

BAZ1B

TNPO2

ADNP

SETD5

EPHB4

ADGRL1

NISCH

DHX30

SF3A2

NUDCD3

USP7

GPBP1

SRSF7

ANAPC5

ULK1

CCAR2

SCRIB

RBM15B

TOMM70

RTF1

RSL24D1

UBE2G2

OGA

GBF1

NXF1

GIGYF1

RBM5

SBF1

ANKRD11

CRKL

UBE3A

DYRK1A

SETD2

NR2F2

LSS

ODC1

EPN2

DACT3

SELENBP1

SLC25A23

ATP9A

SCRN1

CNTROB

NIPSNAP2

CAMKK2

IP6K1

USP19

DPF2

DIDO1

SAFB2

RBM23

DTX3

KDM4B

ZNF146

KMT2B

ARIH2

QRICH1

PTPN23

USP4

MED28

DYM

ACO1

YEATS2

CEP250

RAB35

LSM14B

BCL9

FBRSL1

ZNF512B

PARD3

DCAKD

PRR12

CTCF

USP10

ZC3H18

MTA1

BRWD1

DNMT3A

PPRC1

MMS19

HIF1AN

ADCY6

SETD1A

UNK

ZNF629

R3HDM2

MARK2

SETDB1

USP21

FOXO3

ADAMTS9

RNF150

CCN1

DUSP1

HEG1

ANXA1

CCN2

ARHGDIB

HLA−DRB1

HLA−DPB1

HLA−DPA1

C1QA

C1QB

C1QC

RNASE1

LAPTM5

STAB1

CD14

LGALS3

SLC7A8

HMOX1

TMEM50A

TMEM165

TMCO1

CDC42SE1

TEX261

UGP2

NAGK

GFPT1

TMEM184B

HMGXB3

PSMD12

SOAT1

OSTC

ORMDL3

UBE2J1

KCMF1

RALB

WIPF1

ERLEC1

BET1L

KIAA0930

SAMHD1

DPP7

NNMT

AAK1

RAB11FIP5

SERTAD2

SLC35F6

GBA

NAGLU

AC087289.1

DAB2

CEBPB

CSF1

LIPA

MFSD1

ACSL4

IFNGR1

STARD3

MTMR2

MOCS2

FRMD8

UTP6

RAB22A

IER3IP1

POLR3H

NOL7

CNOT11

PELO

TMEM203

ATG5

DPH3

C19orf12

SFXN3

SIRPA

SLC35B1

LIMK1

DGUOK

IFI27

UCP2

TYMP

ADAMTS2

IL1R1

CEBPD

AHR

LYN

SRPX

HCLS1

CSF1R

ITGB2

CD4

CTSS

SRGN

CD163

SLCO2B1

HLA−DQB1

HLA−DRB5

FCGR3A

TNFRSF1B

TYROBP

HLA−DMA

FADS3

CORO1A

ABCA1

ADA2

SERPINE1

LRRC32

DKK3

HMGA1

KDELR3

ARL4C

STK17B

TNFSF10

FOLR2

MS4A6A

MPEG1

CYBB

LGALS9

CASP4

FCGR2A

RASSF4

HLA−DMB

GIMAP4

SPOCK2

HSD17B14

CMKLR1

LSP1

PLXDC1

MSC

TUB

IL11RA

ZNF853

PIDD1

HEMK1

HOOK2

ARVCF

ZFP90

SUFU

LEMD3

CNTLN

KAT14

RPP14

ACTR8

LARS2

ZNF197

NRF1

NT5DC1

MKS1

RTL10

ZNF74

BCL7A

POLL

CRYZL1

RWDD2B

KCTD13

ZNF500

POLM

METTL22

CREB3L4

DNMBP

FRA10AC1

ABRAXAS2

GPAM

VTI1A

HMGN5

PDIA5

AIG1

HIVEP2

ST3GAL4

IDI1

TOR1B

BCL3

COMMD5

WASHC3

HABP4

HTRA2

PLEKHM1

TDP2

DNAJC2

ALG2

VPS54

MTIF2

ST7

ARL15

RNF149

SERPINB1

FUCA1

SWAP70

ZDHHC9

SLC35C1

FAM131A

NSMCE4A

VSIG10

RAB29

TMEM141

PGP

PNO1

TPRKB

ACOT13

BPGM

PRXL2C

TEAD4

RHOD

ZNF518B

LMO7

IFI44

CSGALNACT1

MXRA5

LUM

PDGFRA

TLE2

NFATC2IP

ZNF219

UNC119B

PJA1

GNE

DIS3L

PDCD7

DNAAF5

DUSP16

RPL17

PSPC1

PGAM1

WRB

TMEM97

MAPKAPK3

GPCPD1

UIMC1

ZNF740

PKNOX1

ELP3

NOA1

RAD54L2

C12orf65

CACNB3

AMBRA1

ZNF397

ZNF618

DIP2A

MTX3

C22orf39

TMEM131L

ZNF395

PDE7B

IL17RD

CDKN1C

GNG7

COL4A5

COL4A6

PSD

JPH4

AFF3

ZNF827

FGF2

CAND2

LIN7A

RUNX1T1

HMG20A

AC113935.1

PRDM11

HOXA13

NEU3

ZKSCAN2

FLVCR1

LINC02210

ACVR2B

ZNF589

NME6

C14orf93

KLHL26

C19orf44

AC010442.1

TSNARE1

CCDC120

TSEN2

AMER1

MED30

TWNK

R3HCC1L

N6AMT1

C20orf96

FBXL2

RAB36

ZNF519

ZNF662

DGKE

TPT1−AS1

SLC9A3−AS1

AMT

MST1

NEIL1

GDAP1

SPIRE2

RIMS3

CACNB2

SERAC1

ACYP2

MCEE

TIGD6

ALG14

MRPL38

ZNF607

CLBA1

TMEM231

ZNF778

ABCB9

C5

LRRC75A

GARNL3

EFEMP1

S100A4

TNFRSF12A

PLAU

NT5E

IL32

ITPR2

PRKCD

PTPRB

TTC7A

UNC93B1

TMEM9B

RFK

SLC17A5

DOCK11

ARHGAP18

ABHD15

WIPI1

SLC39A11

CCPG1

SLC36A1

MERTK

ABHD11

BLOC1S3

ZNF480

C1D

CDK7

RINT1

TMEM243

CHIC2

ALDH3B1

KCTD21

ACE

HTATIP2

ZNF469

RGS1

PLEK

CCR1

MX2

ICAM1

NCKAP1L

MSR1

HRH1

LYZ

FCER1G

CD53

LAIR1

AIF1

IL10RA

SPI1

FERMT3

MYO1F

CYTH4

SIGLEC1

VSIG4

MS4A7

MS4A4A

HLA−DOA

SERPINA1

ABCC4

FOXC1

SLCO2A1

GJA5

PDGFA

NABP1

RHBDF2

PIK3CD

F11R

PLCG2

EPHA2

ST8SIA4

RNF144B

SEMA3G

PTPRE

TCIM

CPM

MIR22HG

PAPSS2

PLEKHG1

NTN4

RAC2

GPSM3

PTPN6

SLC7A7

NPL

VAMP8

GMFG

NMRK1

SELPLG

INPP5D

THEMIS2

ARHGAP27

LCP2

ARHGAP30

C3AR1

ADAP2

HCK

CLN5

GIMAP6

GIMAP8

IL16

CASP1

LY96

GGTA1P

DOK2

NCF4

GIMAP1

PTPRC

PIK3AP1

FYB1

CCL2

DOCK2

SLA

NFATC2

CD37

TMEM86A

ITGAM

TBXAS1

RNASE6

LAT2

WAS

C1orf162

DOCK8

TLR2

IRF8

NCF2

HAVCR2

LILRB4

CD84

IGSF6

SASH3

PTAFR

SLC37A2

TLR4

GIMAP7

GPR34

SERPINI1

NAAA

GATM

PLEKHF1

VEGFC

C5AR1

HSD3B7

CORO7

RAB4B

B3GALT4

DNAJC15

MIR4435−2HG

CYTOR

FPR3

IL4I1

ITGAX

TREM2

COL8A1

CILP

SLC16A9

STK33

CHDH

ADAMTS3

RNLS

TRAM1L1

PGM5−AS1

SLC2A4

ANKRD45

METTL24

HIST3H2A

BCL11A

NSUN7

MIR4458HG

PPM1E

ZBTB16

PARD6B

INPP5J

KCNQ4

FAM241B

CEBPA−DT

FOXO6

PI4KAP2

YPEL1

PMS2CL

AC004943.2

PANK1

ZNF713

KDM8

METTL25

SLC25A15

KIF9−AS1

GET4

ZC3H12B

CYP51A1

MCM3AP−AS1

GOLGA2P10

DLG2

LRP2BP

EEF1A1P13

CHAC1

CRYGS

SLC8A2

GSTO2

PCDHB7

HLA−DQA2

HLA−DQB2

DOK5

IFITM10

ST3GAL6

EVA1A

VDR

MAP3K8

LBX2−AS1

BATF3

AMPD3

ADAMTS14

ROM1

TMEM106A

RAB30−AS1

LINC00467

IRF5

TMEM255B

MFNG

ABI3

LYL1

FAM78A

CARD6

CFD

TMEM37

TRPM2

TMC8

VAV1

ARHGAP9

LST1

CD300A

DENND2D

HLA−L

POU2F2

HFE

GIMAP2

MLKL

ARSG

LRMP

RBM47

RILP

LILRB5

PILRA

CD72

PLLP

AL392172.1

HARBI1

FBXO48

TPM3P9

ALOX5

CSF2RB

IKZF1

FGD2

WDFY4

BTK

RNF125

EVI2A

SLAMF8

CD86

EVI2B

LRRC25

LILRB2

AOAH

ADAM8

ALOX5AP

AL365203.2

FGR

APOBR

MIR503HG

C2orf88

GALNT6

RARRES1

IL7R

MEDAG

SDS

BATF2

CARD16

CD79B

KCNJ5

FTH1P20

NFAM1

PIK3R5

GNA15

LY86

BIN2

CSF3R

CSF2RA

MYO7A

TNFSF13B

FGD3

MYO1G

CARD9

DENND1C

LILRB1

SAMSN1

MNDA

TLR7

TFEC

HK3

FCGR1A

ARHGAP15

TNFAIP8L2

IL18

CD33

CD180

MILR1

AC132812.1

CARD8−AS1

P2RY8

SHLD3

TLR6

CD28

OSGIN1

SELL

HSPA7

CALHM6

RAB11FIP4

MMP19

FOSL1

RPLP0P2

TDO2

TNFAIP6

CCL21

LINGO2

AL353746.1

CNTNAP3

AC092159.2

LRRTM1

LHFPL4

AC025265.1

C1orf229

HOXA10−AS

EFHB

UBE2Q2P2

AC007731.1

AC018413.1

AC024560.2

ARHGEF33

CEL

AC254562.3

AC132219.2

AC021205.3

SUGT1P1

AS3MT

Z84492.1

AP001029.2

AC009065.2

AC013643.3

TOP3B

AC000068.1

AC253536.6

AC138028.2

LRRC37A6P

EIF2S3B

AC138028.6

AC008764.9

DACT3−AS1

AL021408.1

AC145124.1

NCAM1−AS1

TPSG1

CELF3

AC051619.5

CPA2

LINC01977

TRHDE−AS1

GAL3ST3

YBX2

EXTL1

CCKBR

B3GAT2

XKR5

SLC25A21−AS1

EIF4BP6

RPL23AP53

AC090198.1

AL008721.2

PARD6G−AS1

AC090360.1

AC124319.3

HSD17B7P2

AC092171.3

AC092171.5

PLEKHH1

CSPG4P10

HNRNPLP2

GUSBP5

PACRG

PTENP1

HOGA1

HOTTIP

AC004080.2

C4orf19

ACBD7

LINC01597

AP002495.1

RSPH1

CNNM1

MESTIT1

HSD11B1

CYSLTR1

INHBE

EGFL6

XPNPEP2

NTM

RGL3

GNLY

KCNN4

S100A3

PCDHGA10

AC068234.2

CCN5

TRPC4

VEPH1

ALPK2

TNFRSF11B

AC245297.1

FBP1

CACNA2D4

OSCAR

AL592148.3

HS3ST1

TCAF2

IL1RN

FCGR2B

P2RY6

KYNU

LY75

PCED1B−AS1

NAPSB

CH25H

AC009275.1

EBI3

SIGLEC10

LPAR5

NLRP3

GPR65

SCIMP

RASGRP4

KLHL6

ADAM28

CYTIP

LINC01094

FPR1

GPR160

CD38

TNFSF15

ZMYND15

CLEC4A

NCK1−DT

AC073073.2

ARHGAP27P1−BPTFP1−KPNA2P3

GPR132

PRAM1

WDR66

LINC00622

AC009403.1

FTH1P7

FTH1P8

C16orf71

NLRC4

DPEP2

CCRL2

RIPK3

STAT4

SIK1B

TEC

TM6SF1

TGFA

BMX

MYCL

TLL2

KCP

CCL8

CR1

LILRA5

VNN2

SIGLEC14

SMIM25

OSM

IL1B

BCL2A1

IFI30

MS4A14

GPR84

FCGR1B

FAM151B

CD200R1

AC006504.8

KLRD1

AC138207.4

CNTD1

CCDC200

MEI1

FCGR2C

P2RY13

NCF1

CXorf21

SIRPB2

CD300LF

SIGLEC7

TLR8

AC011899.2

LILRA2

ARL11

CD300C

AC138207.5

TMEM150B

LILRB3

LILRA6

RGS18

GIMAP5

CASS4

VENTX

VNN1

LINC01816

FTH1P23

FTH1P16

FTH1P3

FTH1P2

FTH1P11

AL359076.1

ZNF687−AS1

ERP27

HRH2

FRMD5

ABCA9

JHY

AC144831.1

TRABD2A

RASGRF1

CADM3

SDR42E1

LINC02154

OLR1

LINC01615

COL10A1

ADAMDEC1

AP001542.1

MXRA5Y

SYT14

LBP

FOLR3

ADGRE1

MARCO

IL10

NLRP2

AQP9

FAM167A

ADTRP

F5

AL021392.1

TP63

C17orf107

AC104117.3

RN7SL689P

SIGLEC11

NCF1C

NCF1B

AC008507.1

LILRA1

AL031775.1

AC025857.2

AC068580.4

CRHBP

AC139530.1

AC147067.1

SLC6A1

AC093616.1

C15orf48

AP000695.2

TNFSF8

SUCNR1

LINC01588

CXCL2

IL6

FHL5

CCDC141

TNNI2

GAPLINC

ASCL2

SIRPB1

S100B

CLEC4E

ZNF812P

SLC31A2

AC126474.1

ICAM3

FCRL6

AC104118.1

AC025175.1

AC108134.3

C9orf139

TPM3P6

AC110995.1

CABP4

AL161785.1

CD300LB

ACTG1P14

TMED7−TICAM2

MIR635

RPL4P6

FTH1P5

FTH1P12

AC005255.1

SNORA65

OSMR−AS1

OTOA

AC087623.2

AC026803.2

AP002761.3

LINC00884

DCAF4L1

AC008467.1

AC116407.4

AL031775.2

AC011337.1

CLEC12A

MEFV

MS4A4E

TMEM156

TLR10

AL139125.1

GPR82

FFAR4

AC010457.1

XIRP1

CATSPER1

TRPC2

AC012213.3

LINC01537

MAL

AL162724.2

HLA−DQB1−AS1

AC004847.1

AL158071.3

CHIT1

CYP19A1

MANCR

AC112715.1

ADH1B

TFF3

FMO2

OMG

PQLC2L

RTL3

LINC01943

LINC01705

C10orf90

AC005291.2

SPINK1

LINC00862

AP1M2

MYOSLID

UMODL1

LINC00941

LINC00520

TRPM8

CD177

LINC02086

AL356417.2

LGMNP1

AC055720.2

ZNF474

ITFG2−AS1

AC010273.1

FTH1P4

FTH1P15

GPX1P2

A2MP1

AL807752.1

AC004223.4

TTC39C−AS1

AP005205.2

AC105429.1

AC012065.3

SLC5A12

TRGV5

M1AP

AC098613.1

AC015819.1

C9orf66

LINC002481

FAM216B

MMP7

LINC02550

KCNA1

CALB2

FP565260.3

GPR141

FCGR3B

AC129507.1

DNAJC5B

RN7SL138P

AC004921.1

GTSF1

ASGR2

CEACAM4

AC007611.1

AC092757.3

AC092757.2

C10orf55

AC093627.7

AC010247.2

SCML4

AC096537.1

CCL7

ACVR1C

MYOM3

AC104695.2

CHKB−DT

AC061992.1

SLC28A3

AL139246.5

DUTP6

GOLGA7B

AC100847.1

AL034397.3

SPNS3

OTOAP1

LINC01268

LINC01480

FCGR1CP

L3MBTL4−AS1

FIBCD1

TEX41

RNASE2

LINC00982

AL035446.1

DHH

ST6GALNAC1

LCN6

EPYC

PAEP

TDRD9

XDH

LGR5

CDX1

LYPLAL1−AS1

TSHR

ATP6V0D2

NFE4

FAM9B

AL645608.2

LINC01122

RPSAP7

U2AF1L5

EPX

ATP13A4

AC006557.5

NKAIN2

RASA4DP

FAM66D

FAM86B2

AC096887.1

AC021483.2

HNRNPA1P4

AL161909.1

FAM66A

FAM27E3

LINC02166

AP002414.4

AL136126.1

MIS18A−AS1

AL157932.1

LINC01841

LINC01165

CCER2

NKPD1

AL049795.1

AC034198.2

AC068790.9

RPL5P23

AC022558.3

AC234783.1

AC233992.2

AL031716.1

MEIG1

AC141002.1

AL022069.2

C15orf56

PAK6

AF233439.1

SLC28A2

THEGL

ERN2

AC091167.2

AC000068.2

AC024361.2

AL845472.1

AL121992.1

SCRT1

ARID3C

AC080188.1

AC087071.1

FUT3

AC106886.3

GOLGA8M

AC063965.1

AC104964.3

MIR339

LINC02033

FAM90A25P

AC012464.1

FGF7P6

AL603910.1

ANP32AP1

RPL21P3

AP001469.2

TGIF2−RAB5IF

AP000350.7

AL954705.1

AC073415.1

FSCN3

AC026358.1

ACTG1P9

MICOS10P3

IL26

TREML1

TMEM52B

AL078590.2

LINC01146

IL27

MYHAS

LINC02544

AC078850.1

AL391425.1

ERMN

AC090877.1

C10orf142

AL118508.3

AC011374.1

LINC02257

RNU6−403P

LINC01655

STAP1

ADGRE4P

AC106865.1

FPR2

NXF3

C5orf58

AC015799.1

AC116407.3

AL358075.2

LMO7−AS1

LINC02126

MACORIS

AL133371.2

AC002091.1

AL590764.1

AC022182.2

LINC01150

AC055764.2

AC027319.1

AP002954.1

AC020594.1

LINC01978

LINC01118

AC016583.1

AF127936.1

LINC00892

LAIR2

LINC01857

AC017002.3

CASP5

AC023794.4

AC044839.1

AC100849.1

AC010247.1

AL096816.1

ATP5PBP5

LINC02542

AL133467.1

ANKRD55

MIR34AHG

AC008759.3

AC079209.1

IL1A

HP

AC003101.2

ARRDC5

LINC00315

RPL29P14

AC009269.5

AC116049.1

IDI2−AS1

AC012676.3

Z82217.1

MRTFA−AS1

AC007384.1

MIR320E

LINC00243

LINC01762

MYBPC3

AC011899.3

RPL7AP64

AL442067.1

RF00422

AL049737.1

EIF1P5

MYH2

AC007879.3

AC092675.1

COL5A1−AS1

AC013652.1

AC073072.1

AL132822.1

TTLL11−IT1

AC022079.1

FCAR

AC245128.3
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