
Samples
G

en
es

MAPKAPK3

MT2A

ZPR1

AL450468.2

PSME2

PSME2P2

AC116347.1

KIR3DL3

GUCY2D

LINC02207

ALOX15B

NMRK1

RAB35

AP002954.1

AC002091.1

TLR4

DHRS7

IL17RA

TBC1D19

SLC43A2

IL32

SIGLEC5

LILRP1

GPR34

LINC01150

HTR7

LINC00528

AL133371.2

AL161785.1

DPEP2

TMC6

TNRC6C−AS1

RASAL3

AC108134.3

NRROS

IGSF6

CD180

APOBR

CD300A

PTPN22

SAMSN1

FPR3

TFEC

ITGAX

KMO

SIGLEC9

SIGLEC7

CALHM6

SLAMF8

TNFSF13B

LILRB3

CSF2RA

HLA−DQB1

HLA−DRB5

HLA−DOA

HLA−DRA

HLA−DPA1

HLA−DPB1

HLA−DQA1

ITGAM

NLRP3

CASS4

CLEC4A

CLEC7A

TLR2

NLRC4

C1orf162

CD33

FO393401.1

ARRDC5

LCP1

ALOX5

ZMYND15

CXCL16

AC004847.1

MYO1G

IRF5

LILRB5

CD163L1

CD209

SIGLEC11

CD14

NCF4

CYTH4

ADAP2

AC138207.5

AL031595.1

AC146944.2

MS4A7

MS4A4A

C1QC

C1QB

C1QA

GPR132

PRKCQ−AS1

AOAH

SCIMP

TLR8

CTSS

PIK3AP1

CYBB

MPEG1

LILRB1

LRRC25

LILRB2

KLHL6

SLA

SIRPB2

PIK3R5

PTAFR

CD37

HCLS1

INPP5D

VAMP8

WAS

LST1

TNFAIP8L2

SELPLG

PTPN6

GPSM3

AL590764.1

DOK2

MS4A6A

HLA−DMA

HLA−DMB

LAIR1

CSF1R

VAV1

HCK

ITGB2

CXorf21

AIF1

SPI1

TYROBP

LY86

PARVG

LAT2

RAC2

BATF

DENND1C

PCED1B−AS1

ARHGAP9

BIN2

MYO1F

FGD3

CORO1A

PLCB2

SYK

RASGRP4

BTK

ACRBP

NCF1

NCF1C

NCF1B

AD000864.2

HCST

ZC3H12D

CD72

THEMIS2

CD28

SIGLEC1

SLCO2B1

CD163

TNFSF8

CD84

MARCH1

MYO7A

LINC01678

AC004921.1

PIK3CD

CSF1

RASSF4

AC133065.3

TMPRSS13

CD74

HLA−DRB1

RNASE6

ITGB2−AS1

FUT7

CCDC88B

ARHGAP4

C19orf38

RGS18

JAML

TNFRSF1B

PYCARD

AL353597.1

AL645941.2

AP001257.1

RPL7AP64

ADGRE4P

GPR141

AC090559.1

TM6SF1

LINC01146

AC093010.2

RPL32P1

AC119044.1

AC004585.1

MYCL

CD200R1

IRF8

FYB1

DOCK8

PTPRC

SNX20

SASH3

CD53

ARHGAP30

IL10RA

PTPN7

WDFY4

PIK3CG

CSF2RB

APBB1IP

FGD2

MIAT

AC004687.1

DOCK2

AF127936.1

DOK3

NCF2

NFKBIE

IL1RN

CD80

CSTA

PILRA

OSCAR

MSR1

GPR84

FCGR2A

ALOX5AP

ADAM8

PRDM1

MATK

CYTIP

SIGLEC10

ADGRE2

CD300LF

FCGR3A

FAM78A

SOWAHD

GPR65

LYN

UTF1

AC243960.3

HSPA6

RGS1

LINC02195

HNRNPA1P21

TNFRSF18

CLEC4E

CLEC4D

CARD16

CASP1

CEACAM4

FGR

CCL4L2

CCL3L1

LINC00243

CLECL1

HLA−DQB1−AS1

GATA3

DUSP2

HERPUD1

AC012181.1

AC012181.2

AC245884.4

NPC2

AC011899.3

DPEP3

MACORIS

ATG7

AC083949.1

NAGK

MYD88

TWF2

SEL1L3

TMEM154

EMB

PARP8

ACPP

KCNK13

SH3BP1

AL359183.1

LINC02285

EVI2A

EVI2B

C3AR1

MILR1

FERMT3

IL18

CASP4

CEACAM21

LCP2

CD4

TSPAN33

GMFG

LIMD2

AC006033.2

AC011899.2

VNN1

CABP4

EDARADD

SH2B3

LIPA

MAP3K1

LINC00920

ST8SIA4

CARD8−AS1

TRGV5

GPR137B

PPIAP51

FILNC1

MYB

ERICH6

OSTN−AS1

STYK1

TNFRSF10A

AC100861.1

ILDR1

SCOC−AS1

TMEM132B

FAM172BP

HAVCR1

SIGLEC22P

AP005019.1

ADGB

TIMM8AP1

AL031736.2

TDRD6

AC063977.6

AC008957.1

LPXN

HLA−L

TRBV12−5

AMZ2P2

C11orf65

AC087623.2

LY96

AC008972.2

AL163051.1

AC008747.1

KCNH1−IT1

IDH1−AS1

MMP7

PIP

AC093916.1

AL117336.1

AKR1A1

LPAR2

KCNE1

GPR183

AC083799.1

ZNF687−AS1

AL139246.5

ACP5

PLA2G7

SMIM25

HTRA4

LINC02363

WDR63

PRRG1

VGF

MEIG1

AL121748.1

PIWIL1

CATIP−AS1

AC063947.2

KRT36

SLC7A7

OTOP2

AMTN

SNAI1

MAF

RETN

MCEMP1

NLRP12

CEBPE

DAPK2

GOLGA7B

GSTZ1

CRP

AC013549.2

AC079341.1

LINC00885

PYDC1

AC018695.7

ICOSLG

UGT3A2

LINC00866

AP1B1

GLA

AC010424.1

AC004870.2

PLEKHA3P1

HMGA1P4

SLC15A3

KLHDC7B

AD000864.1

U62317.4

U62317.1

TYMP

GOLGA5P1

MMP2−AS1

LINC02416

AL138720.1

AC078788.1

IL27

WARS

LAP3

TMIGD3

DCLRE1CP1

PLB1

AC012645.3

CRHBP

AC139495.3

GPR173

ACSM4

AC007728.3

AC243772.3

ADCY7

LINC01684

SHD

LINC02397

WNT10B

TEX41

TSHR

ARHGEF1

Z97192.3

LINC00525

AL450311.1

AL583722.4

LINC02100

ZNF267

TNFRSF9

CCL4

CCL3

SH2D2A

IL4I1

CD83

TNF

TXK

AL683807.1

GPRIN3

CMKLR1

DOCK10

STX11

MMP9

SUCNR1

IL21R

MNDA

RASGEF1B

TRDC

HLA−DRB9

AC087257.1

AC119428.2

AL137186.1

BIN2P1

PRAM1

AC129507.1

AC027097.2

MAP3K11

SIPA1

RPGRIP1

LYL1

ARAP1

TMEM106A

BIN3

LGALS3BP

AC110995.1

LY6E

MMEL1

CHRNE

HMHB1

AC135586.1

LINC02206

VSTM1

BDKRB2

BDKRB1

CKS1BP1

CPSF1P1

AC005332.5

AC106865.1

MIR3945HG

CCL13

CLEC4G

CCL23

IL2RA

CR1

MRC1

F13A1

FOLR2

SCN9A

AL008726.1

AC114284.1

CLLU1OS

SNCB

AC035139.1

KIR2DS4

SPTA1

YWHAEP7

AC002480.2

SFMBT2

INPP4B

AL445933.1

LINC01163

SLC12A5

SLC12A5−AS1

LINC02328

AL356124.1

VOPP1

RGS19

AL139125.1

PTCRA

SH3BP2

APOE

APOC1

IL10RB−DT

LRRC8D

ODF2L

ARL4C

CTSC

KYNU

DAB2

SLC37A2

ITGA4

CERKL

STK10

LFNG

ARHGAP18

TMEM86A

FAM20A

TNFRSF11A

TLR6

FAM49B

MARCKS

PTPRJ

AMPD3

MREG

AC022182.2

ADGRE1

AC093583.1

AP001056.1

KLK10

PLBD1

GPR15

AC139530.1

TRBV7−7

LINC01362

AC245884.11

OR2W6P

HIST3H2BB

HIST3H2A

TSGA10IP

UBXN11

AC015819.2

CASP8

AL445985.1

LRMP

AC008555.2

LINC02086

AC103702.2

HOXB9

HOXB−AS4

GPR68

CELSR1

C11orf45

KCNJ5

AC002091.2

ADGRG6

VCAM1

AC012511.1

IFNGR1

AGTRAP

EFHD2

PTGER2

SH2D1B

GNLY

ADA

KLRC2

IL1R2

AC010247.2

POU2F2

AC010247.1

DISC1

TNFRSF10C

ANPEP

AC241585.2

FUCA1

GPAT3

GPX1P2

AC147067.1

CTSH

SNX10

SIGLEC14

TSPAN14

TNFRSF10B

CLEC2B

LINC00623

LINC00869

AC245100.8

LINC01138

AC242842.1

SMPDL3A

SIRPB1

SLC9A7

PPARG

TPM3

ABRACL

FABP5

ARPC1B

AC147651.4

CARD9

CRYBB1

RN7SL138P

STAC3

TRPM2

AIM2

LSP1

CATSPER1

TBXAS1

ARL11

GNA15

CSF3R

VSIG4

STAB1

VMO1

CFD

C2

GNGT2

ABI3

TOR4A

BID

SIRPA

VEGFC

ATOX1

SH3BGRL3

GPX1

NFAM1

DRAM1

AC064805.1

C9orf66

CD300E

LILRA1

LILRA2

ST3GAL5

TNIP3

MAP2K6

PSTPIP1

TOGARAM2

ASCL2

CYBA

AL034397.3

AC015819.1

GIMAP4

MFNG

IL27RA

SH3TC1

PIK3R6

MLKL

ASGR2

LINC02611

CHST13

CATIP

LINC01127

ASGR1

COTL1

CTSZ

RAB20

SYTL3

GRK3

AC090204.1

PREX1

TGFA

CR1L

CPVL

RINL

TMEM37

P2RY8

RB1

AC090152.1

TOX

PKIB

METTL7B

C1orf127

CLEC1B

C5orf67

CCDC170

DEF6

CMTM7

DSC2

RNASE1

TSPAN4

AL353622.1

AC012368.1

CACNA1C−AS2

SIGLEC16

AL049634.1

AL831737.1

PRKX

PSTPIP2

LPAR6

PTPRE

AC008105.3

FMNL1

UCP2

ARRB2

AL391832.2

GPR82

PEAK3

LINGO3

TLR7

TRBV7−3

GLYATL1P1

AC006272.1

FCGR2C

HSPA7

VENTX

MS4A4E

NME8

DPRXP4

AC138207.4

TRPC2

PRSS36

MYBPC3

ADAM28

LPAR5

FCGR1B

FCGR1A

FCGR1CP

LINC01907

LINC01357

LINC01356

AC079015.1

LINC01480

FFAR4

IGFLR1

LINC02642

SLC1A3

AC008957.3

MS4A14

TMEM121B

C9orf139

MCOLN2

AC007569.1

AC003070.1

KCNC3

P2RX5

AC092384.2

AF127936.2

AC243962.1

FTLP15

MIR4420

C19orf84

AC093520.2

BACH1−IT3

RASL10A

ADPGK−AS1

LINC02390

CCDC71

AC106782.2

AC007663.2

AL359736.1

KPTN

AC093801.1

TMEM89

ZNF385B

AC097639.1

CPHL1P

HKDC1

KRT15

KRT5

PAMR1

FFAR3

MCF2L2

B3GNT5

KCNJ2−AS1

TNFSF15

RND1

HBEGF

TRPA1

C15orf48

IL1B

CCL20

IL6

CSF3

CXCL8

CXCL3

IER3

LIF

SOCS3

SLC2A3

RAB38

S100B

CH25H

C18orf65

FZD9

TFAP2A−AS1

APOL4

KIF19

CHST15

RASGRF2

LINC01235

AC002480.1

AC039056.2

SLC16A6

TEK

LDB2

ARHGAP31

AP001189.3

SIK1B

AL138689.1

AL450344.3

TBC1D30

CYTL1

CHST2

TGFBR2

AC096921.2

LGALS9

RIPK3

ARHGAP27

CASP10

C22orf34

PRKCH

MCTP1

ITGA6

ASB9

LINC01704

ICA1

KCNQ1

TESC

GPR160

ST14

CYP2S1

GALNT6

FBP1

SPINT1

ACE

FAM89A

TSPAN13

SLC52A3

KIF17

BCL11A

HS3ST1

WDR86−AS1

AL159163.1

AQP3

NAT8B

LINC02289

AL031123.1

AP000812.1

PFKFB3

BHLHE40

AC026470.3

AL356752.1

AL022067.1

AL136962.1

AL157832.2

AC079340.2

KLF2

KLF4

CCN1

FOS

AC104695.4

C2CD4B

JUNB

TRIB1

IER2

EGR1

EGR2

CORO2A

MCL1

DUSP5

RRN3P3

TRIM67

AC004771.1

SLC52A1

RNVU1−3

ZNF488

AC104046.1

AL138976.2

AC009902.2

AC009902.3

LINC01137

TCL6

HOXD12

TMEM244

AL512625.1

INPP1

LGMN

MEFV

SRGN

CD300LB

C5AR1

C5AR2

IKBKE

AC007384.1

OSM

IFI30

BCL2A1

RBM47

FPR1

LILRA6

CD68

CCRL2

IL10

CD300C

HAVCR2

LAPTM5

FCER1G

CD86

LILRB4

CCR1

TMEM150B

HK3

NPL

RNASE2

CASP5

S100A9

S100A8

AC245884.12

LILRA5

FPR2

AC245128.3

FCAR

FCGR3B

STIM2−AS1

DNAJC5B

SIRPD

VNN2

TRGV7

UGCG

THBS1

AL161725.1

TREML4

AL592429.1

AQP9

TREML3P

RNA5SP21

AC243972.1

KLK7

AL645922.1

AC084871.1

AC132938.2

MLIP−IT1

VTRNA2−1

Z98257.1

AC010894.4

AC135782.3

AL022316.1

CACNA1E

AC090197.1

SHISA5

AC083862.2

SAT1

AC130343.2

AC022613.1

AC090970.2

TRO

AC115618.1

FBXL19

MMD

AL355102.4

LINC02159

TNS4

RF00003

CEACAM3

CCL24

ETV3L

CLDN23

PLAT

AC007448.3

SLC13A5

IQGAP2

AC011816.1

MS4A6E

CXCR1

CXCR2

FFAR2

ADGRG3

CXCL5

CXCL1

EREG

AC084871.2

AL627309.7

AL627309.6

CCL18

MARCO

ACOD1

SIGLEC12

SERPINA1

RPS6KA1

GMIP

LACC1

TMEM102

STXBP2

CCDC194

HLA−B

HLA−C

HLA−A

AL671883.2

HK1

DHX30

ATL1

KCTD15

MACROD2

ZFP3

MIR378H

MIPOL1

ZNF501

GPALPP1

AC008850.1

C18orf32

NARS

SMAD2

SS18

DNAJC19P9

SUDS3P1

AL031284.1

ZNF275

MIR302CHG

ZNF324B

ZNF606

ZNF8

AC012313.5

ZNF132

AC011492.1

SKIDA1

TEX48

ANKRD26

BRPF1

RAF1

P2RY11

ZNF443

RF00019

AC010320.2

EXOC6B

AL357568.2

RPSAP51

RF00017

SPIRE1

AC020915.2

ZNF274

EMD

NOX1

RAB41

LINC00997

AC008507.1

MTND5P11

AC073573.1

MTATP8P1

MTCO1P53

KLC2

CENPV

AC087164.2

SPANXA2−OT1

VN1R1

PMS2P9

CRB1

AC125257.1

AC100771.1

AC093297.2

AP005482.3

MTATP6P26

LYPLAL1

RHBDL1

POU1F1

LRRC14B

RPL10P1

SLC39A2

AC008669.1

C3orf49

AC113208.2

PEBP1P2

GUSBP4

POLI

ZNF24

AC090425.2

AL022393.1

PWAR1

HMG20B

CACTIN

ZNF554

NFIC

KMT2D

CCNT1

MON2

LEMD3

ZFC3H1

ZDHHC17

AL158071.5

CEP162

ADCY6

NR2C1

ATXN2

SUDS3

USP30

AC104162.1

AC010326.1

CEP290

MDM1

TCHP

GVQW3

SYCP3

COQ10A

AC010300.1

AC010422.2

AP002360.2

AL157392.4

AL450384.2

AL157392.3

OR5K2

AL356019.2

AC090360.1

AL591848.4

AC087683.1

LANCL1−AS1

MIR30C2

HMGXB4

BBS10

HCFC2

RIC8B

SART3

ACTR6

C12orf29

AP001486.2

RAB5B

AC107027.3

AC008124.1

TFCP2

ZNF740

ASB8

SP1

ATF7

RAB21

KRR1

CS

R3HDM2

SDHC

AL021997.2

TOMM70

RNF14

UBXN2B

NUDT12

LYRM7

GFM2

RAD17

MOCS2

MRPS27

SREK1IP1

DCTN4

SLU7

FBXL17

IPO11

MTREX

SUCLG2P2

FBXO38

PURA

RBM27

GEMIN5

FBXW11

COL4A3BP

SCAMP1

FEM1A

RNF208

AC091982.3

MAPK9

TMCC1

FAM172A

OPA1

SLC2A13

UHRF1BP1L

NEK7

CCSER2

KIF3A

CACNA1A

MALINC1

PPP1R3D

AC021483.2

MTMR9

FBXO25

TWSG1

HNRNPA1P38

WRB

CHD5

PRPF38AP2

AL121829.2

QRSL1

ZBTB24

ORC3

SERAC1

TRMT11

HINT3

MED23

SCAF8

LATS1

BCLAF1

HACE1

CDK19

ZNF292

OSTM1

ZNF574

ZNF345

LINC01534

ZNF571

ZNF546

ZNF181

ZNF615

ZNF585A

ZNF585B

ZNF570

ZNF420

ZNF790

ZNF507

ZNF383

ZNF566

KMT2B

ZNF569

ZNF829

ZFP30

ZNF607

ZNF529

ZNF527

ZNF780B

ZNF780A

ZNF573

GPATCH1

URI1

HNRNPUL1

AC092072.1

ZNF230

ZNF225

ZNF227

ZNF155

ZNF112

C9orf78

TMEM168

ANKRD27

PPP2R3A

NEPRO

GOLGB1

LINC02035

RNU1−27P

CPS1−IT1

AL137792.1

ZNF197

CAPN7

CHMP2B

RPP14

AC068722.1

RPL36AP40

SSC5D

LINC02210

FAM131C

PPIAP64

ACP4

AC010325.2

MAST2

HTATSF1

MMGT1

MIR26A2

CHAMP1

CRY1

AGTR2

AL591135.1

ARHGAP21

AL139811.1

CICP5

PIGUP1

AL135902.1

ACVR2B

PELI2

PPP1R3C

FOXJ3

ZYG11B

CLCP2

ZNF143

AL583834.1

AL138820.1

KLF12

AL450384.1

AL158212.3

TCF7L2

ODF4

AL133384.2

RNF227

AC023632.5

UPF3AP2

AL022068.1
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