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AP005482.3
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RAB41
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CXCL8

C15orf48
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C2CD4B

TRPA1
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MIAT

IL21R

PRAM1

AL671883.2

KIF17
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VENTX

AC008105.3

PTPN22
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CCL13
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C11orf45

METTL7B
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TDRD6
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RAB38
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C22orf34
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AC096921.2

SLC52A3
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CCL4L2
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HOXB9

SLC16A6
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PSME2P2
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MS4A14

AC083862.2
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AC090197.1

SLC12A5
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ASGR1

MAP2K6

CCDC170

CEACAM21

AC138207.5

AC011899.2

ZC3H12D

AC090559.1

LILRA2

LILRA1

ITGB2−AS1

TNFRSF18

LINC01138

AC245100.8

TRDC

IL1R2

SCN9A

S100B

SIGLEC9

CD300C

CD300LF

SIGLEC7

ARL11

CXorf21

LILRA5

LILRA6

TMEM150B

OSM

BCL2A1

SMIM25

CD300LB

MEFV

CHRNE

LINC02328

GOLGA7B

TEX41

ADGRE1

AC012368.1

AC108134.3

TMEM121B

C9orf139

AL034397.3

MYB

AC139530.1

CRHBP

FCGR1B

NCF1B

SIGLEC16

SIGLEC11

HTR7

SUCNR1

SIRPB1

CD68

IFI30

AC004687.1

GPR84

KMO

IL10

CD80

CABP4

CRYBB1

AC147651.4

CHST13

PEAK3

CATSPER1

CCL18

MARCO

AQP9

ZNF385B

AC022613.1

MMP7

CACNA1E

HLA−DQB1−AS1

KCNK13

ACPP

EDARADD

SIGLEC12

CLEC4G

BCL11A

KIF19

ASCL2

TOGARAM2

PRKCQ−AS1

ASGR2

MS4A4E

CEACAM4

AC004847.1

GPR141

P2RX5

U62317.1

AC129507.1

KCNJ2−AS1

MCF2L2

IL10RB−DT

AC147067.1

AC116347.1

RPGRIP1

AC115618.1

ZNF687−AS1

SCOC−AS1

AL353622.1

TXK

SOWAHD

AL161785.1
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C1orf127

AL391832.2

AC090970.2

AC008972.2
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C11orf65
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AC110995.1

AL512625.1
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LINC00920

TNF

VGF

TMEM132B

WDR63

STYK1

HKDC1
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NLRP12

TNS4

AC097639.1

LINC02289

ALOX15B

RNASE2

FPR2

AC004585.1

HNRNPA1P21

AC090204.1

TNIP3

AC010247.2

DNAJC5B

WDR86−AS1

AC241585.2

STIM2−AS1

CCL23

SH2D1B

SIGLEC5

ADGRE4P
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ADPGK−AS1

CCL24

AL627309.6

AL627309.7
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ZNF488

SLC52A1
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LINC02611

RASL10A

GPR82
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LINC01480

CLECL1

FCGR1CP

LINC00528

FUT7

TMPRSS13

AL590764.1
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NME8

MACORIS
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FFAR4
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AC004771.1

AC119044.1

AC003070.1

RN7SL138P

TRPC2

LINGO3

AC004921.1

AC015819.1

ARRDC5

FO393401.1
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TRGV5

WNT10B

LINC01684

AL139125.1

CASP5

AC009902.3

AC009902.2

SLC13A5

CKS1BP1

KCNE1

KRT5

CRB1

HNRNPA1P38

AC008507.1

AC010300.1

MTND5P11

AL591135.1

AC021483.2

SUCLG2P2

AL022068.1

LRRC14B

FAM131C

SPANXA2−OT1

AL138820.1

GUSBP4

AL022393.1

AC090425.2

LANCL1−AS1

ACP4

AC020915.2

UPF3AP2

C3orf49

SUDS3P1

AC104162.1

AL139811.1

SYCP3

OR5K2

AC113208.2

SLC39A2

CXCL3

CXCL1

CXCL5

EREG

CCL20

CSF3

FCGR3B

ADGRG3

CXCR2

FFAR2

CXCR1

ILDR1

MMEL1

HIST3H2BB

FZD9

AC104695.4

AC039056.2

AC002480.1

AL138689.1

AC114284.1

TFAP2A−AS1

SPTA1

AC008555.2

LINC01704

GPX1P2

AC022182.2

AP005019.1

AC008957.1

AC010247.1

TSHR

AC007384.1

IL27

LINC01146

AC064805.1

C9orf66

AC002091.1

PLEKHA3P1

CATIP

AC007448.3

AC146944.2

CEBPE

TRBV7−3

DPEP3

LINC01356

AC079015.1

CR1L

NAT8B

AL159163.1

TRIM67

MEIG1

AC015819.2

AC135782.3

AL022316.1

SNCB

CPSF1P1

C18orf65

SHD

HLA−DRB9

TIMM8AP1

LINC02397

KLRC2

SLC12A5−AS1

UGT3A2

TCL6

TMEM244

HOXD12

FCAR

AC245128.3

CLEC4D

LINC02207

MCEMP1

CEACAM3

RETN

GUCY2D

MYBPC3

CACNA1C−AS2

LINC01678

DPRXP4

LINC01907

AC092384.2

AF127936.2

LINC00243

TRGV7

AC012645.3

RPL7AP64

HMGA1P4

U62317.4

ERICH6

LINC02363

AL121748.1

HTRA4

ACSM4

AL008726.1

AC008747.1

MMP2−AS1

AC008957.3

AC243962.1

AC078788.1

AL161725.1

C19orf84

LINC02195

AC130343.2

AC104046.1

AP002954.1

FILNC1

CCDC194

PTCRA

AC243960.3
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RPL32P1
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AL031595.1
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Z97192.3

SIGLEC22P

AC012511.1

CLEC1B

AC002091.2

AL445985.1

RNVU1−3

TSGA10IP

AP000812.1

CATIP−AS1

AC007569.1
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AC007663.2

AL022067.1

AL136962.1
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PIWIL1

AC026470.3

AL445933.1

AL356124.1

LINC01163

AC063977.6

HAVCR1

AP001056.1

AL031736.2

LINC00525

AL450311.1

KIR2DS4

LINC01127

HMHB1

Z98257.1

LINC02100

KRT36

HOXB−AS4

MTATP8P1

MTCO1P53

AL158071.5

RF00019

PEBP1P2

RPL10P1

AL157392.4

AC010422.2

AL583834.1

MIR302CHG

AL450384.1

AC010326.1

MTATP6P26

AP002360.2

AL021997.2

MIR30C2
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KRT15
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KLK10
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AC093916.1
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AC132938.2
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AL592429.1
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FTLP15
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SIRPD
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ATXN2

SUDS3

MAPK9

SLU7

MTREX

MOCS2

COL4A3BP

EXOC6B
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