
Samples
G

en
es

CTNS

GPR108

POP4

RAB8A

SHKBP1

TLR8−AS1

WFDC11

ZNF438

LIMS2

YWHAH

PKD1L3

TACR2

AC009303.4

SIRT2

RTCB

L3MBTL2

TK2

SLC51A

TMCO4

SNX10

ANXA3

PDYN−AS1

DBNDD2

AL645941.2

HCCS

USF2

AD000864.1

OPRL1

EMBP1

AC079210.1

ZNF385A

RPP25

IL12RB2

SCN1B

TMIE

SCRT2

PLA2G2C

AC126177.3

RNF130

AC244090.1

IL6R−AS1

CCDC152

GAB3

ZNF236−DT

MGAT1

TNFSF14

C3

AC008760.2

FAM177B

ASGR2

MIF4GD

SYNGR2

CRIP1

IMP3

SCAMP2

TRIM14

IGFLR1

KIAA0930

LINC01412

LTC4S

SHLD1

SMG9

ITGAE

OSMR−AS1

AL590068.1

FAM209B

FCRLB

SERPINB2

AC243772.3

PADI6

AC093330.2

HLA−L

AL365226.2

CLN6

DTNB

FCGBP

AL354714.3

TPK1

OTULINL

AL138930.1

AL121956.1

PSENEN

TMEM147

EPN1

FKBP15

CCL4

CCL3

CCL4L2

P2RX7

AC069209.1

AF127936.1

ADA2

CD38

LAP3

AC146944.2

AL162414.1

ITGAD

MAN2B1

PDCD1LG2

APOBEC3C

LGALS3

S100A4

TSKS

CD40

CMKLR1

AC087289.1

LINC01907

CHEK2

PMP22

IFNGR2

IL10RB

GYPC

SLC9A9

KLRC1

CCM2

EGLN2

AC083973.1

CYBC1

CNPY3

TMEM60

PI4K2A

CST3

ABHD12

LAMP1

TMEM106A

DNASE2

GHDC

MVP

HFE

LGMNP1

ABCB5

AC138207.4

AL137186.1

CYTH1

PRR34

RARRES1

GSDMA

DCUN1D3

TNFAIP8L3

SIRPD

SAP30

EIF2S2

BMP2K

CAP1

LINC01094

FPR2

AC106865.1

GPR84

OSM

SIGLEC22P

KIR3DL1

ICAM1

AC011511.5

RAP2B

NINJ2

RASGEF1B

AP1S2

PLA2G7

S100A9

CCL23

SMIM25

CCL13

CLEC4G

CLEC4GP1

MS4A14

CSF2RA

PIK3R5

RCSD1

KLHL6

SMAP2

RHBDF2

CXCL16

ZMYND15

DENND1C

DENND2D

S1PR4

BATF

PSTPIP1

CORO1A

PCED1B−AS1

ARHGDIB

AL590764.1

LST1

LY86

KLRB1

ARHGAP15

ARHGAP45

TMC8

PTPN6

FGD3

PARVG

GPR132

LCP1

SNX20

BIN2

IKZF1

DAPP1

CSF2RB

GPR65

CTSS

IL12RB1

ARHGAP30

SASH3

NCKAP1L

VAV1

IL10RA

LCP2

CD84

EVI2B

RAC2

BTK

LAT2

CD37

HLA−DMA

HLA−DMB

CD74

JAML

AC243962.1

MS4A4E

EBI3

IL18

DRAM2

DOCK2

FGD2

SCIMP

P2RY13

NCF1

NCF1B

NCF1C

TNFSF13B

GIMAP2

VNN2

PLEKHA3P1

PLB1

ARRB2

CEACAM21

CYTH4

TNFAIP8L2

ARHGAP4

CSF3R

AL133371.2

AOAH

HCK

LILRB1

LILRB2

SIGLEC7

LILRA1

AL034397.3

UCP2

AL161785.1

NCF2

ITGAM

MRC1

TMEM236

SLCO2B1

MS4A4A

CD163

C3AR1

MS4A7

TLR8

KCNJ5

CD180

PLEK

IGSF6

LILRB4

ARL11

PIK3AP1

TLR1

PTAFR

MNDA

CCR1

TLR7

IL2RA

SIRPB2

FPR1

ALOX5

SAMSN1

MARCH1

LINC01146

SIGLEC9

HK3

NLRC4

CD300A

C1orf162

LILRB3

LRRC25

HCLS1

SPI1

CD4

FERMT3

SELPLG

LAPTM5

CD53

ITGB2

LAIR1

WAS

MYO1F

RNASE6

MS4A6A

CD86

TBXAS1

MILR1

MSR1

FCGR2A

THEMIS2

SLA

NLRP3

LINC01150

CLEC4A

CD300C

LILRA2

PILRA

AC004921.1

ATG3

MAP3K8

SERPINB1

MBD2

APOL1

IL15RA

CD58

DENND3

MKNK1

C5AR2

AL133264.2

TMIGD3

AP1B1

CR1

TMEM150B

MYO7A

PLTP

CD200R1

MARCO

C1orf127

ADAP2

AC138207.5

RN7SL138P

AC110995.1

SIGLEC11

LINC01374

CD163L1

F13A1

CD209

LILRA6

LILRB5

RNASE1

CD28

SLC37A2

ALOX5AP

HPGDS

TNFRSF1B

VSIR

NRROS

HCST

LYL1

TMEM273

GGTA1P

CSF1

GPR34

MPEG1

TRPM2

SIGLEC1

C1QB

C1QA

C1QC

VSIG4

CSF1R

CYBB

RASGRP4

CD33

NCF4

DOK2

CD14

FOLR2

GNA15

FCER1G

TYROBP

STAB1

APBB1IP

ATP8B4

STAT5A

CCDC69

CXorf21

DOCK8

FAM20A

EMB

IL4R

AC006033.2

FMNL1

RNASEK

TNFSF10

IL32

BCL2L1

LEPROTL1

FGL2

ADPRH

CARD8−AS1

CASP10

CCRL2

ARHGAP27

LRMP

GIMAP6

GIMAP8

GIMAP7

GIMAP1

GIMAP4

GIMAP5

P2RY8

AC022706.1

MFNG

GMFG

AC022182.2

TRPV2

VASP

HHEX

SLC46A3

AL357033.4

IRF5

STXBP2

TMEM102

HLA−E

HLA−A

HLA−F

HLA−B

HLA−C

HLA−H

B9D2

NR1H2

RNPEPL1

UBE2F

HLA−DRB6

SQOR

EDEM2

COMT

PLA2G4C

EHD4

SLC43A2

PNKD

ACER3

AC007229.1

HIKESHI

PTCRA

SECTM1

CD7

AL590648.3

SLC2A6

MICALL2

MSL3

BATF3

FXYD5

PTPN22

AIM2

AC007728.2

NOD2

AMPD3

PIK3CD

ARSA

SLC49A3

CASP4

MLKL

TCIRG1

PHF11

PQLC1

DPP7

MATK

RNASEH2B

DGKZ

CMTM7

COTL1

FCGR1B

FCGR1A

FCGR1CP

CARD9

UNC93B1

ARPC1B

NAGK

OAZ1

PRSS36

CRYBB1

AL159163.1

NAGPA

ZNF524

MARCH2

FLT3LG

IFI35

PSMB8

PSMB9

IL27

SLC15A3

CASP1

PSMB8−AS1

B2M

TMPRSS13

DPEP2

GPSM3

PLCB2

CABP4

SIPA1

GNGT2

ABI3

VAMP5

TMSB4X

SNX11

MIEN1

PSMB3

CYB561D2

STX4

ARPC4

CAPNS1

PFN1

SDF2L1

DBNL

AC124067.2

AL391832.2

AC073592.8

VPS18

MFSD5

OTOAP1

TNFRSF11A

OSCAR

VENTX

FCGR2B

STARD3

GRN

AC087672.2

LY96

L3MBTL4−AS1

ATG7

AC124248.1

LINC02285

CEACAM4

LINC02611

CSTA

AC015819.1

CEBPE

PTPN18

BLVRA

BRI3

NPC2

BLVRB

PLA2G15

RILP

DNMBP−AS1

TBC1D22A

RNF135

TANGO2

ALDH3B1

COPRS

PLEKHO2

TMSB4XP4

GRB2

RAB20

PSMB10

CYBA

TAPBP

RAB4B

ACP2

ENG

AGTRAP

RRAS

C1S

C1R

TNFRSF1A

PSAP

SYK

CD68

OSTF1

TNFSF12

B3GALT4

KCNQ1

RAB5C

AC126474.1

AC007879.3

SYTL3

GPR150

NUP50−DT

ARF6

SIGLEC5

DHRS9

ARPC3

RNF149

POLD4

SFT2D1

PPP2R3C

AC121761.1

LILRP1

AC002464.1

AC100858.3

PTGER4

PLA2G5

AC073072.1

ST3GAL5

ANKHD1−EIF4EBP3

PRAM1

RNASE2

AC098613.1

SIRPB1

AL117328.1

AL138999.1

GGT5

IGFBP4

LINC02391

TRGC1

PTGDR

CTSZ

RIPK3

M1AP

UPK3A

CACNA2D4

GNLY

MACORIS

AC017002.3

CATSPER1

AC147651.4

APOBR

UPP1

MT2A

ODF3B

TYMP

IFI30

CLEC7A

C5AR1

SRGN

CD300LB

GPR183

AC025857.2

SH3TC1

RNF144B

CLEC4E

RGS18

SAMHD1

NFKBIA

SIDT1

CLEC10A

FCN1

TNFSF13

VNN1

CMAHP

PRR5L

SMIM29

MAX

GBGT1

RAB33A

ARID5A

EHBP1L1

P2RY6

SERPING1

TRPC2

RUBCNL

MCUB

UBA7

IRF2

SLC25A19

TMIGD2

TPM3P6

RPL31P11

FTLP17

AC006059.1

NAP1L1P3

ARF3

LINC00324

BORCS6

TMEM107

ARPC3P5

LINC01465

C3orf86

LINC02207

AP001972.3

RNF126P1

AC015660.4

UBE2L5

AC021188.1

ELMO1

CARD8

ITPKB−IT1

NFE2L3

ST8SIA4

ARHGAP25

CD1D

NR1H3

TMC6

TNRC6C−AS1

PCDH12

MAP3K11

TESC

TOR4A

LMO2

DTNBP1

LINC01353

CFP

AC119428.2

AC011899.3

AC011899.2

AC027130.1

FCER2

CACNA1C−AS2

ANKRD55

AC010280.2

PAK1

IKBKB

TECPR1

ARRDC2

PIK3IP1

TMSB4XP1

AL391832.3

AC243836.1

AL390026.1

AC093503.1

UBAC1

SIGLEC14

AC018755.4

LINC01356

LINC01357

SPATC1

AC063977.6

CARD16

RNASET2

FES

LGALS9

PYCARD

CORO7

ACRBP

PPM1M

RNU4−62P

AC005632.2

TNFRSF14

CCDC159

HOMER3−AS1

C9orf139

AL441992.1

ARRDC1

LINC00957

SMCO4

LINC01503

HSD17B14

AC090204.1

CTSB

FTL

SLC2A5

KYNU

HMOX1

NPL

HAVCR2

RBM47

TFEC

KMO

IL10

GAA

LINC01678

IL15

FBXO6

NCK1−DT

AIFM3

LINC01637

PYURF

SCO2

APOL2

LINC01506

CHKB−DT

RNF166

CSK

DEF6

SOWAHD

LIMD2

SLC12A5

AC023590.1

APOC1P1

AC026369.3

CCL2

CCL8

IL2RB

CALHM6

NKG7

CD244

CCL5

PRF1

AC243829.4

IL4I1

FCGR3A

ADGRE1

WDFY4

FAM78A

DOK3

RGS19

GMIP

LPAR5

PIK3CD−AS1

AC010247.1

AC004865.2

FUT7

FO393401.1

HEATR3

FFAR4

APOE

APOC1

GM2A

IKBKE

AL359183.1

AC119044.1

ATP6V0A1

ZEB2−AS1

NEURL2

METTL7B

KANSL1−AS1

ZBED5−AS1

HSD11B1−AS1

TMEM126B

SDSL

CCDC13

TATDN3

AC012360.2

TMEM86A

RASSF4

TMEM37

SLC7A7

C2

VAMP8

AIF1

RENBP

CPVL

NINJ1

LGMN

FUCA1

MPP1

POLR2J4

CIAO2A

AL031775.1

AC011374.2

LYSMD2

RPP38

B3GNT7

PPM1N

VMO1

AC245128.3

LILRA5

GTSF1

AC139530.1

GALNT6

ITGA6−AS1

LGALS9B

HSPA6

NUDT5

LINC01303

AC083799.1

INAFM2

RNU4−47P

AC008083.2

AL627309.6

AC009119.1

STAC3

PKD2L1

IRF3

GEMIN7

SRP19

AL031736.1

AC068722.2

AC093311.1

AC068594.1

AC104564.2

POPDC2

RNU6ATAC39P

KIR2DL4

AC084398.2

AL139352.1

PYCARD−AS1

AC131009.3

AC104078.1

CPNE9

RF00019

AL589765.4

AL592429.1

TMEM71

CLEC2B

AC018529.2

HCP5

NLRC5

PPIAP77

GDPGP1

AC006449.6

LRRC8C−DT

C4orf33

FADS3

C22orf34

PIK3R6

SFTA1P

AC239798.2

Z98257.1

FLVCR2

GCA

MGAT4A

FAM49B

UBE2D1

NFAM1

AC139495.1

CCDC170

FRMD4B

PREX1

TRAC

AL133342.1

UTF1

PTPN2

RELB

NFKB2

PARD6A

MFSD13A

ETHE1

IL10RB−DT

ALDH16A1

ITPK1

CLIC3

MTMR14

UBL7

MOB3A

ARHGAP9

GZMA

RASSF5

INPP5D

KCNAB2

PTPRJ

HLA−S

USB1

ATP13A2

GPR155

CREBL2

CALCR

PTK2B

EAF2

NMRK1

HERPUD1

RPS6KA1

SUSD3

ST14

NPM1P25

BLNK

TSTD1

PLCG2

LINC01806

ST6GAL1

MARVELD2

RMC1

TAPBPL

TMEM62

SLC2A9

GNPDA1

PFKFB2

CBR1

ZNRF2

SGK3

SLC45A4

ZNF815P

TMEM165

CREG1

TRPV4

C11orf45

NUDT16P1

UGCG

CTSC

SNX2

TGFA

WDFY2

LYRM1

DERA

TSPAN33

TMEM176A

TMEM176B

CCDC96

RILPL2

DAZAP2

AC027097.1

AC079209.1

KLRD1

LYN

EPS15

FCHSD2

ABCG1

MTSS1

B3GNT2

RNF13

PCTP

SPCS2

ALG8

TOMM70

PRMT5

KLHL29

LIN52

BRMS1L

ZFYVE9

AC118549.1

KDM4A

HNRNPU

LRPPRC

FARP2

CHML

KIAA1143

AC026348.1

UBE2FP1

RBM4

TNFRSF10D

FAM222A−AS1

AC020978.4

UTP4

VPS52

AL160006.1

HDAC4

SMARCA2

EXOC7

USP22

GPRASP2

AC092720.1

PCDHB3

AC244517.1

PCDHB2

AC244517.2

NRN1

AC121493.1

PCDHB8

BNIP3P17

AL662899.2

TERC

AL138759.1

AL162431.3

AL591438.2

ZNF462

CHD9

AC079416.1

AC011503.1

FAM53C

ZBTB43

AC023271.1

AC234782.1

AC009716.1

PCDHGA6

BCL2L2

SNORD19C

SYNGAP1

PRPF40B

AC005329.1

MTA1

FXR1

EIF4A2

RYK

SPICE1

FLRT3

CNNM4

NAV2

GOT2P2

THNSL1

WDCP

S100PBP

KIF3C

ZNF550

LINC00641

PTPRG−AS1

ARHGAP39

USP13

GCFC2

MTA3

WNT5A

WNT5A−AS1

SEMA4F

LDLRAD3

TMEFF1

PIAS3

YEATS2

NBPF26

FAM168B

C1orf109

TRIM59

MYNN

MZT1

TNFRSF10B

GPR180

LRIG1

PCDH9

AC009902.2

ZNF202

CACNB3

MTMR11

GAREM1

CLDN12

AC005865.2

OSBPL6

SPATS2L

IPO9

KDM5B

CAMSAP2

UBXN7

TAF1A

CNTLN

KHSRPP1

GFPT1

SQLE

DHX57

MPHOSPH10

AGK

JADE3

PAXIP1

WDR60

SLC16A2

SMURF2P1

ISPD−AS1

TYRO3

NBPF20

DEFB131E

RNF32

AC013553.2

MSH6

CAD

AC104779.1

YRDC

FSCN1P1

AC233992.3

AC015813.7

MTHFD1P1

NDUFAF4P3

AC098484.1

XYLB

AL445223.1

NEBL

DHX40P1

BHLHA9

AL163540.1

AC011921.3

OR2W6P

HS3ST4

AC108748.1

VN1R85P

GNGT1

LMAN1L

POLH−AS1

ZFAND1

TRIQK

C8orf37

DPY19L4

AL591441.1

ANKRD20A7P

AC092071.1

AC006195.1

RBM12B−AS1

ACTR3B

KLF4P1

AC022165.1

LINC00276

HNRNPH3

RBMX

KHDRBS1

SPINDOC

ERLIN2

DNAJC18

RPAP2

DBT

AC104561.3

PCDHGA2

PCDHB15

PCDHB6

PCDHB13

ZMYM5

TGDS

SNAPC3

PIBF1

TMCO3

AL442125.2

AC093297.2

PARD3

PLCE1

GNG12−AS1

GFM2

AL049697.1

FBXO21

RIC8B

DNAJC27

RMND5A

DCP1A

AGO3

DZIP1

PGAP1

PLEKHH2

ALG10B

TSC22D2

LRIG2

AL928654.1

PTBP2

TMEM68

AC004691.1

RF00019

RERE

SCMH1

ZNF649

TNKS

ZNF8

MAPK8

YES1

ZNF827

SLC35E1P1

RNU2−7P

PPM1AP1

ATF2

BAZ2B

RFX3

SLC39A10

ATL1

PCNX4

MAP4K5

PDPK2P

KANSL1L

FARP1

VGLL4

DOCK1

DLG5

C16orf58

TP53BP1

RNF40

EVC

MID1IP1−AS1

ZNRF3

AC115837.1

ARHGEF9

NUTM2D

ARMCX4

ZFP1

ZCCHC14

NUCKS1

ZNF678

AC016708.1

ABCA12

AC092691.1

AC135279.1

ZAR1

EPHA3

RHOBTB3

STXBP1

TBCAP2

APP

LAMB1

ARRDC3

TSPAN6

SOWAHC

DIXDC1

SGCB

MDC1

SCRIB

ZNF696

NONO

SNRNP200

MSH2

HNRNPR

KIF27

AC012618.3

SMG7−AS1

PMS2

RPAP1

LRRFIP1P1

ACBD7

AL035413.1

FAM161A

IPP

PARGP1

BPTF

TUT4

AC069499.1

ZMYM1

G2E3

FOXJ3

SUN1

SENP2

SMIM17

RPRD2

ZNF532

CCDC171

ANKRD11

ATXN1L

LRRC57

LRRC9

AC005357.2

GTF2IP9

DDX50P1

ZNF724

HMGB3P14

PCDHGB3

MGAT4EP

EDN2

PTPN9

ETV1

CRMP1

EVC2

TLE1P1

TLE1

TAS2R3

TCF7L2

ZNF595

AC008443.7

TRIM45

NODAL

IMPDH1P5

ZNF658

ZNF512B

ZNF625−ZNF20

AL157400.4

AC004156.1

HNRNPA1P40

PCAT7

AL359317.2

MBIP

CNTNAP3B

CNTNAP3P2

NUMA1

AL031719.1

AL590369.1

RAB2B

TTC5

RCOR3

C2CD4C

ZBTB5

SH3PXD2A

RTL9

AC012377.1

SEPT7P6

AC011379.1

FAM219B

HNRNPCP7

HP1BP3

AC106820.5

AC120114.1

GOLGA2P7

CASKIN1

RNF24

DNMT3B

TOP2B

ZNF280D

SCAPER

SUPT16H

AC105389.2

WNK3

DCC

AP000697.1

SAMMSON

GAS2

AC092422.1

SIM2

MTSS1L

EFR3B

KDM5C

PLCG1

RPRD1B

ELAVL2

CR381670.1

SPRED2

ATP7B

HIP1

FAM13C

HSD3BP5

FOXO3B

TCAF1P1

BRPF3

MPRIPP1

BCORL1

PMS2CL

FGD5P1

AC073343.2

ARL10

LRP6

AC023043.2

MCPH1−AS1

GPT2

UPF1

CNOT4

ALG1L10P

AL136309.2

HNRNPA1P64

AC009093.3

AL162386.2

DUSP8P3

LINC02185

MTMR4

DHX40

HEATR6

AC015813.5

ARHGAP31−AS1

AADAT

TSHZ1

CEP112
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